Key indicators: single-crystal X-ray study; T = 301 K; mean (C-C) = 0.004 Å; R factor = 0.037; wR factor = 0.131; data-to-parameter ratio = 18.0.
Related literature
Refinement R[F 2 > 2(F 2 )] = 0.037 wR(F 2 ) = 0.131 S = 0.91 2973 reflections 165 parameters 2 restraints H-atom parameters constrained Á max = 0.14 e Å À3 Á min = À0.10 e Å À3 Data collection: CrysAlis PRO (Oxford Diffraction, 2009); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: Mercury (Macrae et al., 2006) ; software used to prepare material for publication: Mercury.
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exhibit diverse biological applications such as antidiabetic, anaesthetic, antifungal (Jayaroopa et al., 2013) , antiandrogenic, antioxidant, analgesic and anti-inflammatory activities. In addition, they have also showed potential antibacterial (Govindaraju et al., 2012 ), anticancer (Kalirajan et al., 2013 , antiamoebic, potent and selective inhibitors of tissue-nonspecific alkaline phosphatase (Shyama et al., 2009) , anti-inflammatory and protein kinase C inhibitor (Mariappan et al., 2010) properties.
we have synthesized the title compound to study its crystal structure in order to understand the structure-activity relationship for its biological activity.
The title compound C 16 H 16 N 2 , contains two benzene rings (C1-C6 and C8-C13), these two rings are attached to the central pyrazole ring and the molecules are connected by non classical hydrogen bonds. The dihydropyrazole ring is a shallow envelope, with atom C7 displaced from the other four atoms by 0.298 (2)Å. The dihedral angles between the four near coplanar atoms of the central ring and the N-and C-bonded phenyl groups are 13.49 (13) and 82.22 (16)°, respectively. Bond lengths and bond angles are within normal ranges and are comparable to related structures (Baktır et al., 2011 & Fun et al., 2011 .
Experimental
A mixture of 4-phenylbut-3-en-2-one (0.05 mmol), phenyl hydrazine hydrochloride (0.05 mmol) and sodium acetate (0.05 mmol) in ethyl alcohol (25 ml) was stirred at room temperature for 1 h. The progress of the reaction was monitored by TLC. After the completion of the reaction, the mixture was poured into ice cold water. The solid formed was separated and crystallized with acetonitrile to get the title compound as yellow blocks.
Flash Point: 178 ° C. 1 H NMR (CDCl3): δ 2.015 (s, 3H, CH3), 2.619-2.671 (q, 1H, C4-H), 3.475-3.536 (q, 1H, C4-H), 5.108-5.146 (q, 1H, C5-H), 6.622-6.655 (t, 1H, Ar-H), 6.805-6.829 (d, 2H, Ar-H), 7.061-7.097 (t, 2H, Ar-H), 7.230-7.373 (m, 5H, Ar-H).
Refinement
All hydrogen atoms were located geometrically with C-H = 0.93-0.97) Å and allowed to ride on their parent atoms with U iso (H) = 1.2U eq (aromatic C). where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max = 0.001 Δρ max = 0.14 e Å −3 Δρ min = −0.10 e Å −3 Special details Geometry. Bond distances, angles etc. have been calculated using the rounded fractional coordinates. All su's are estimated from the variances of the (full) variance-covariance matrix. The cell e.s.d.'s are taken into account in the estimation of distances, angles and torsion angles Refinement. Refinement on F 2 for ALL reflections except those flagged by the user for potential systematic errors. Weighted R-factors wR and all goodnesses of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The observed criterion of F 2 > σ(F 2 ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Computing details

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq N1 0.57189 (12) 0.0413 (9) 0.0383 (7) 0.0461 (9) 0.0022 (7) 0.0269 (8) −0.0015 (7) C7 0.0479 (9) 0.0476 (9) 0.0425 (9) −0.0016 (7) 0.0271 (8) −0.0040 (7) C8 0.0391 (8) 0.0454 (8) 0.0420 (8) −0.0051 (7) 0.0269 (7) −0.0026 (7) (17) C2-C3-H3 121.00 N2-N1-C7 112.6 (2) C4-C3-H3 121.00 C6-N1-C7 126.7 (2) C3-C4-H4 120.00 N1-N2-C15 107.8 (2) C5-C4-H4 119.00
